Background: Forkhead Box P3 (Foxp3) is a regulatory T cells marker, and its expression correlates with prognosis in a number of malignancies. The aim of this study is to determine the relationship of Foxp3 expression with clinicopathological parameters and prognosis in oral squamous cell carcinoma (OSCC). Methods: Foxp3 expression was examined using immunohistochemistry (IHC) in paraffin-embedded tissue samples from 273 OSCC patients. Statistical analysis was performed to evaluate the associations between Foxp3 expression, the clinicopathologic characteristics and prognostic factors in OSCC.
Background
Consisting 90 % of oral malignancies, oral squamous cell carcinoma (OSCC) is one of the leading causes of cancer-related death worldwide due to poor prognosis. The annual estimated occurrence of lip and oral cavity malignancies is around 400,000 cases [1] . Despite a rapidly growing number of treatment options, the 5-year survival rate of OSCC still remains under 60 %. Apart from classification of differentiation and TNM stage there are as yet hardly any predictive factors for prognosis in patients with OSCC. In this situation it is of utmost importance to identify potential molecular markers and targets which provide the necessary condition of accurate prediction of 5 years overall survival (OS) and relapse-free survival (RFS) [2] .
Forkhead Box P3 (Foxp3) has played a key role in the immunosuppressive functions in Tregs and a marked molecule of Tregs as well [3] . The presence of Foxp3 expression in cancer cells has been proved to be associated with tumor biological behaviors regulation [4] . A series of studies have illustrated that the mutation or loss of Foxp3 might lead to a high rate of tumor formation, such as developing in mammary [5] or prostatic [6] epithelial tissues, which indicated Foxp3 as an oncosuppressive factor. Moreover, high tumor Foxp3 levels in tumor cells are also found to be related to better outcome of cancer patients of gastric cancer [7] and Her2-positive breast carcinoma [8] . In contrast, only two retrospective studies in patients with tongue squamous cell carcinoma (TSCC) [9] and orohypopharynx squamous cell carcinoma (OHSCC) [10] have demonstrated accordant results that high Foxp3 expression was associated with poor overall survival. Until now, no further studies have been conducted to examine the prognostic significance of Foxp3 expression in OSCC. In the present study, we investigated the tumor cell Foxp3 expression in a large 273 case OSCC cohort and determined the correlation of Foxp3 with clinicopathologic factors, relapse, and prognostic significance of OSCC.
Methods

Study population
Patients included in the study were 188 males and 85 females with OSCC treated at the Department of OralMaxillofacial Surgery, Stomatology Hospital Affiliated to Sun Yat-sen University between 2002 and 2009. Determination of TNM classification is on basis of the Union for International Cancer Control 2002 standard (UICC2002). The end point of this study is that of 5 year overall survival (OS) and relapse-free survival (RFS). Pathological examination was performed by two independent pathologist according to the 2005 revised World Health Organization classification of tumors.
Tissue microarrays and IHC testing of patient samples
Tissue microarrays (TMAs) were constructed for 273 patients cohorts using three 2 mm tissue cores collected from areas of OSCC epithelium on each tissue block. Sections were cut into 4 μm thickness, deparaffinized, rehydrated and treated with a peroxidase block. Foxp3 staining procedures was based on manufacturers protocol. Heat-based antigen retrieval was carried out by microwave treatment in 10 mM citrate buffer (pH 6.0). The sections were incubated with mouse monoclonal anti-human Foxp3 (clone AO1042a) diluted 1:200 (Abgent, USA) at 4°C overnight, followed by incubation with ready to use EnVision HRP-IgG secondary antibody (DAKO, Denmark) for 30 min. Staining was developed using 3, 3′-diaminobenzidine (DAB) as a chromogen substrate. The nuclei were counterstained with Mayer's hematoxylin.
Predominantly cytoplasmic staining was observed in tumor cells. The immunoreactive score (IRS) was calculated as intensity of the staining reaction multiplied by the percentage of positive cells. Based on the IRS values, Foxp3 were scored as low, medium and high [10] . Representative micrographs indicating that medium and high levels of Foxp3 were found only in malignant tissues, while healthy epithelial tissues displayed only low levels of Foxp3. Consequently according to the HLA & Cancer Component of the 12th IHW [11] , the results were confirmed by two experienced pathologists who were blinded to the clinicopathologic data of the patients. The whole sections were repeatly operated in the condition that tissue microarray staining was not typical represented. Negative controls which were treated without primary antibodies were implemented during each experimentation.
Statistical analysis
The OS rate was the primary endpoint of this study, and the secondary endpoint was the relapse-free survival (RFS) of the OSCC patients. OS was defined as the duration from the date of each patient's hospitalization to the date of death from any cause or to the censoring of the patient 
Results
Association of Foxp3 with lymph node metastasis and other clinicopathological variables
In a cohort of 273 patients with OSCC, Foxp3 expression was determined to be low in 99 (36.3 %), medium in 106 (38.8 %) and high in 68 (24.9 %) patients (Fig. 1) . The median age of patients at diagnosis was 60 (range 24-85) and was followed up for an average of 3.58 years. Our analyses showed that the level of Foxp3 in OSCC was significantly correlated with lymph node metastasis (P <0.001), but was not associated with age, gender, smoking, drinking, grade of differentiation, tumor site, T stage, Clinical stage (P >0.05) ( Table 1) . Notably, the correlation of Foxp3 with prominent lymph node metastasis positivity suggested a potential role of Foxp3 in increased invasion and metastasis of OSCC.
Relationship between Foxp3 expression and prognosis in OSCC patients
To determine whether Foxp3 expression might be a prognostic predictor in OSCC, we examined Foxp3 expression levels and the clinical follow-up information in all 273 patients of OSCC by Kaplan-Meier analysis and LogRank test. 126 patients died during the follow-up period, whereas 147 patients were still alive at the end of follow-up. The crude and adjusted relative risks of all-cause mortality in these 273 patients were assessed by univariate and multivariate analyses. As univariate Abbreviations: 95 % CI 95 % confidence interval P value was determined using the Log-rank test. *,P<0.05;**, P<0.01;***, P<0.001 (Tables 2 and 3 ; Fig. 2) . The results showed that the median overall survival time in patients with high levels of Foxp3 expression (stain value = 3) (14, 2-56 months, n = 68) was significantly shorter than that in patients with a low level of Foxp3 expression (stain value = 1) (43, 4-93 months, n = 99) (P = 0.000) and medium level of Foxp3 expression (stain value = 2) (38, 2-81 months, n = 106) (P = 0.000). Furthermore, the median relapse-free survival time was markedly longer in the low Foxp3 expression group (39, 2-93 months, n = 99) (P = 0.000) and medium Foxp3 expression group (36, 2-59 months, n = 106) (P = 0.000) compared to that in the high Foxp3 expression group (11, 1-54 months, n = 68). These results indicated that patients with high levels of Foxp3 expression have a worse prognosis than those with low levels of Foxp3 expression ( Table 4 ). The hazard ratio of 5 years OS for low and medium Foxp3 expression group are 0.197 (P = 0.000) and 0.271 (P = 0.000), respectively, while that of relapse-free survival (RFS) for low and medium Foxp3 expression group are 0.451 (P = 0.014) and 0.371 (P = 0.003) taking high Foxp3 expression group as reference (Table 3) .
Discussion
In the present study, the expression of Foxp3 was investigated in 273 OSCC tissues by immunohistochemistry. We found that Foxp3 expression was significantly associated with lymph node metastasis and clinical outcome in OSCC. Considering these findings, we suggest that Foxp3 is a potential novel marker for prognosis and represents a therapeutic target for the treatment of OSCC patients.
Continuous effort has been made to identify molecular biomarkers that could provide accurate information regarding OSCC prognosis. While the potential role of tumor Foxp3 as prognostic biomarker of overall survival has been previously investigated, only two studies addressed this issue and draw accordant conclusion that high Foxp3 expression was associated with poor overall survival in patients with TSCC and OHSCC respectively [9, 10] . But the relationship with RFS is not clear. And no association was found with lymph node metastasis. Takenaka et al. observed that tumor cytoplasm Foxp3 expression was associated with worse relapse-free survival in breast cancer [12] . In small cell lung cancer, relapse-free survival in patients with Foxp3-positive tumor was better with earlier follow-up [13] . Whether Foxp3-positive cancer cells are relevant to recurrence is controversial. For all the head and neck squamous cell carcinoma(HNSCC) types, the relationship of Foxp3 expression with RFS is not clear. This is the first study to describe the association of Foxp3 expression with both five years overall survival (OS) and relapse-free survival (RFS) in OSCC patients. It helps to define the possible link between the biological function of Foxp3 and the progression of OSCC.
Moreover, we provided evidence that Foxp3 expressed by OSCC cells might play a role in the metastasis of OSCC. We found that OSCC patients with high tumor Foxp3 expression had significantly shorter survival time and more lymphnodes involvement than other groups. Although no association was found with lymph node metastasis in the previous TSCC and OHSCC cohort studies, there is still considerable amount of evidence available which indicates Foxp3 expression in breast cancer [14] , gastric cancer [6] , non-small cell lung cancer [15] and esophageal squamous cell carcinoma [16] is correlated with tumor metastasis. The molecular mechanism of Foxp3 about metastasis remained unclear. One study demonstrated that Foxp3 inhibited breast cancer cell adhesion, invasion and metastasis, while study on the molecular mechanism revealed that Foxp3 inhibited breast cancer metastasis by down-regulating CD44 expression directly [17] . Further studies are required to elucidate its mechanism in OSCC.
Conclusions
In summary, this study demonstrated that Foxp3 expressed in OSCC cells were significantly correlated with worse prognosis of both overall survival and relapse-free survival in OSCC. Ultimately, these findings provided evidence that Foxp3 expressed by OSCC cells might play a role in the invasion of OSCC, and tumoral Foxp3 might be suitable as a prognostic marker in OSCC. More studies are needed to further explore how tumor cells regulating the metastasis behavior during this interaction, especially in light of the current anticancer efforts to interfere with Foxp3 expression.
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